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RT-PCR gène M

RT-PCRs de sous-typage moléculaire

H1av H1hu H1pdmH3 N1   N2 N1pdm

HxNy

Amplification du virus en culture 
cellulaire (isolement viral) 

si H? et/ou N? et si Ct<30

Génotypage (séquençage 
des 8 segments)

Caractérisation 
antigénique

Analyses de 3ème

intention
LNR hors Résavip

Analyses de 2ème

intention : LNR

Analyse de 1ère intention : labos agréés Kits commerciaux validés lot par lot par le LNR

Pas de poolage des prélèvements
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H1avN2 #E



Genotype International Genotype HA NA PB2 PB1 PA NP M NS

H1avN1#A H1C.2.1/N1EA/EEEEEE HA_H1C.2.1 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN1#B H1C.2.1/N1EA/DDDDDD HA_H1C.2.1 NA_N1EA PB2_EADK PB1_EADK PA_EADK NP_EADK M_EADK NS_EADK

H1avN1#C H1C.2.2/N1EA/EEEEEE HA_H1C.2.2 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN1#D H1C.2.1/N1EA/EEEEDE HA_H1C.2.1 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EADK NS_EA

H1avN1#E H1C.2.1/N1EA/EEPEEE HA_H1C.2.1 NA_N1EA PB2_EA PB1_EA PA_pdm NP_EA M_EA NS_EA

H1avN1#F H1C.2.1/N1EA/DDDDED HA_H1C.2.1 NA_N1EA PB2_EADK PB1_EADK PA_EADK NP_EADK M_EA NS_EADK

H1avN1#H H1C.2.7/N1EA/EEEEPE HA_H1C.2.7 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_pdm NS_EA

H1avN1#I H1C.2.2/N1EA/EEEEPE HA_H1C.2.2 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_pdm NS_EA

H1avN2#A H1C.2.1/N2S/EEEEEE HA_H1C.2.1 NA_N2S PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#B H1C.2.1/N2G.1/EEEEEE HA_H1C.2.1 NA_N2G.1 PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#B H1C.2.1/N2G.2/EEEEEE HA_H1C.2.1 NA_N2G.2 PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#C H1C.2.1/N2HS/EEEEEE HA_H1C.2.1 NA_N2HS PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#D H1C.2.1/N2HS/EEEEEE HA_H1C.2.1 NA_N2HS PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#E H1C.2.4.2/N2G.2/DDDDDD HA_H1C.2.4.2 NA_N2G.2 PB2_EADK PB1_EADK PA_EADK NP_EADK M_EADK NS_EADK

H1avN2#F H1C.2.4.3/N2G.2/PPPPPP HA_H1C.2.4.3 NA_N2G.2 PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H1avN2#G H1C.2.7/N2G.2/PPPPPP HA_H1C.2.7 NA_N2G.2 PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H1avN2#H H1C.2.4.1/N2G.2/DDDDDD HA_H1C.2.4.1 NA_N2G.2 PB2_EADK PB1_EADK PA_EADK NP_EADK M_EADK NS_EADK

H1avN2#I H1C.2.4.1/N2G.2/PDDDDD HA_H1C.2.4.1 NA_N2G.2 PB2_pdm PB1_EADK PA_EADK NP_EADK M_EADK NS_EADK

H1avN2#J H1C.2.4.2/N2G.2/EEEEEE HA_H1C.2.4.2 NA_N2G.2 PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1avN2#K H1C.2.4.2/N2G.2/DDDDDE HA_H1C.2.4.2 NA_N2G.2 PB2_EADK PB1_EADK PA_EADK NP_EADK M_EADK NS_EA

H1avN2#L H1C.2.4.2/N2G.2/DDDDEE HA_H1C.2.4.2 NA_N2G.2 PB2_EADK PB1_EADK PA_EADK NP_EADK M_EA NS_EA

H1avN2#M H1C.2.4.2/N2G.2/EEEEDD HA_H1C.2.4.2 NA_N2G.2 PB2_EA PB1_EA PA_EA NP_EA M_EADK NS_EADK

H1avN2#N H1C.2.4.2/N2G.2/PPPPPD HA_H1C.2.4.2 NA_N2G.2 PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_EADK

H1huN1#A H1B.1.2.3/N1EA/EEEEEE HA_H1B.1.2.3 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1huN1#B H1B.1.2.1/N1EA/EEEEEE HA_H1B.1.2.1 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1huN2#A H1B.1.2.3/N2S/EEEEEE HA_H1B.1.2.3 NA_N2S PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1huN2#C H1B.1.2.1/N2G.2/EEEEEE HA_H1B.1.2.1 NA_N2G.2 PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1N1pdm#A H1A.3.3.2/N1P/PPPPPP HA_H1A.3.3.2 NA_N1P PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H1N1pdm#B H1A.3.3.2/N1P/EEEEEE HA_H1A.3.3.2 NA_N1P PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1pdmN1#A H1A.3.3.2/N1EA/EEEEEE HA_H1A.3.3.2 NA_N1EA PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H1pdmN1#B H1A.3.3.2/N1EA/PPPPPE HA_H1A.3.3.2 NA_N1EA PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_EA

H1pdmN1#C H1A.3.3.2/N1EA/PPPPPP HA_H1A.3.3.2 NA_N1EA PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H1pdmN2 H1A.3.3.2/N2G.2/PPPPPP HA_H1A.3.3.2 NA_N2G.2 PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H3N2#A H3.1970.1/N2G.1/EEEEEE HA_H3.1970.1 NA_N2G.1 PB2_EA PB1_EA PA_EA NP_EA M_EA NS_EA

H3N2#B H3.1970.1/N2G.1/PPPPPP HA_H3.1970.1 NA_N2G.1 PB2_pdm PB1_pdm PA_pdm NP_pdm M_pdm NS_pdm

H3N2#C H3.OH2020/N2HS/HHHHHH HA_H3.Other_Human_2020 NA_N2HS PB2_HS PB1_HS PA_HS NP_HS M_HS NS_HS
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